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Site configuration located in gene promoter
Site configuration located in gene promoter 
and significantly over-represented (p<0.05) in the class
Site configuration not located in gene promoter

155171	 RRG1_HUMAN
143073	 RORA
135196	 RRG2_HUMAN
137317	 RORB
145255	 PPAS_HUMAN
121239	 RORB
121364	 Q90Z64
130557	 unknown
130599	 Q9DF24
131357	 RARA
152814	 Q922A5
142087	 PPARA
155542	 Q9IB74
154155	 PPAT_HUMAN
144605	 PPARA
134981	 NRH4_HUMAN
142757	 RRA_FUGRU
149350	 NRD1_HUMAN

123105	 RXRA
137998	 NR23_HUMAN
151668	 RXRA_HUMAN
148646	 Q9BUE8
121366	 THB2_HUMAN
151535	 EAR2_HUMAN
140091	 TR2_HUMAN
127451	 COT1_HUMAN
153646	 Q91430
129871	 RXRB_MOUSE
141221	 Q9JJI9
125364	 Q9JJI9
132836	 NR21_HUMAN
147102	 ERBA_AVIER
125129	 TR4_MOUSE
147114	 COT2_HUMAN
139859	 HNF4_DROME

135333	 GCR_XENLA
131747	 GCR_PAROL
139234	 ESR2_MICUN
133366	 ERR2_HUMAN
127729	 Q8UWB8
131162	 ERR1_HUMAN
138454	 Q8UW75
127170	 ERR2_HUMAN
153011	 ERR3_HUMAN

136064	 Q16311
143795	 Q9QZB6
136739	 Q98TQ3

147392	 NR52_HUMAN
125712	 NR52_HUMAN
123564	 STF1_BOVIN
143885	 Q98ST8

154996	 Q9PU65
139636	 NR61_HUMAN
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Cross regulatory potential of nuclear receptors


